[Analysis of genetic diversity of the Roborovski hamster (Phodopus roborovskii) in the northern part of its habitat].
An analysis of sequences of the cytochrome b gene and control region of mitochondrial DNA of 30 Roborovski hamsters (Phodopus roborovskii; Rodentia: Cricetinae) captured at ten geographical points from Zaisanskaya Depression (Kazakhstan) in the northwest to the Shilin-Gol area (China) in the southeast was conducted. The absence of a connection between the similarity of the discovered haplotypes and their geographical distribution allows us to assume that the modern genetic diversity of the species on the studied territory formed owing to migration waves from more southern areas.